In the crystal structure of the title compound, , N-HÁ Á ÁO hydrogen bonds assemble the molecules into a two-dimensional network structure parallel to the cb plane. The S atom of the sulfate ion lies on a special position on a twofold axis.
Related literature
For general background, see: Elion et al. (1962) ; Rundles et al. (1966) . For related structures, see: Prusiner & Sundaralingam (1972) ; Gadret et al. (1974) ; Sheldrick & Bell (1987) ; Singh & Pedersen (1993) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Comment
Allopurinol is known to be a potent inhibitor of xanthine oxidase and is used extensively for treatment of gout (Rundles et al., 1966) . It is used in conjunction with anticancer drugs which impede RNA biosynthesis and as adjunct therapy in conjunction with 6-mecaptopurine in treatment of leukemia (Elion et al., 1962) . As part of our interest in salts and co-crystals of drugs, we have investigated the crystal structure of Allopurinol sulfate, (I) (Fig. 1) . The least-squares plane of the six-membered ring makes an angle of 5.79 (11)° with the least-squares planes of the five-membered ring of the purine ring. The N3 nitrogen is protonated similar to the reported structure of chloride salt (Sheldrick & Bell, 1987) . The molecules are linked via N-H···O hydrogen bonds,forming two-dimensional infinite chains along the cb plane. These sheets are linked together by the sulfate molecules which act as acceptors of H atoms, assembling the molecules in an infinite two-dimensional network (Fig. 2 ).
Experimental Allopurinol (0.1361 g, 1 mmol) and Sulfuric acid (0.27 ml, 5 mmol) were added to Dimethylformamide. The mixture was stirred and heated on a water bath. After solution was complete, it was filtered and allowed to evaporate at room temperature.
Colorless plate like crystals, suitable for x-ray analysis grew over a period of two days when the solution was exposed to air.
Refinement
Atoms H1, H3 and H5 on N1, N2 and N3 respectively were located in difference Fourier maps and refined isotropically.
All other H atoms were found in difference map but then placed in calculated positions with C-H = 0.93 Å and U iso (H) = 1.2Ueq(C) for all aromatic H atoms. Figures   Fig. 1 . The molecular structure of (I), with atom labels and 50% probability displacement ellipsoids for non-H atoms. 
